The genus Panopea includes large marine bivalves known as geoducks, is one of the largest amongst filter-feeding burrowing bivalves. These clams are renowned for their extreme longevity and are reported to reach a record age of 168 years (Bureau et al. 2002) . The geoduck clam, being widely cultivated in Southeast Asia and southeast coastal region in China, has great market demand in China. The species is characterized by the presence of sawtooth in front of the shell, which resembles a hypertrophic meat pipe. In spite of its commercial importance, adequate information about the genetic structure of geoduck clam population is still missing. Here, we report the complete mitochondrial genome sequence of P. abrupta, wishing to assist in molecular identification of this species and help improve the phylogenetic classification of the family Hiatellidae.
The adult specimen of P. abrupta (TA00523) was collected from Guangdong province, China, and stored at À80 C in Third Institute of Oceanography, State Oceanic Administration, Xiamen, China. The total genomic DNA was extracted from the muscle of the specimens using an SQ Tissue DNA Kit (OMEGA, Guangzhou, China) following the manufacturer's protocol. DNA libraries (500bp insert) were constructed with the TruSeq NanoTM kit (Illumina, San Diego) and were sequenced (100 bp paired end reads) using HiSeq platform at Gene Denovo Company, China. CLC Genomics Workbench 7.0.3 (CLC bio, Boston, MA) was used for de novo assembly. Gene annotation was carried using MITOS (Bernt et al. 2013 ) and BLAST searches. Boundaries of structural and rRNA genes were resolved using other available bivalve mitochondrial sequences. The tRNA genes were identified by 
